
Summary of the kidney review 
 
 

1. Extensive background and experimental systems for kidney heart and liver rejection 
a. Extensive annotation of gene changes as transcript sets. 

2. Analytical tools, including cross validation and archetypal analysis. 
3. Gene expression changes in herds – need Classifiers 
4. Molecular landscape. 

a. Top Genes and pathways reveal the biology. 
5. Archetypal analysis of rejection currently identifies six states 
6. Molecular features of recent parenchymal increased injury and of atrophy fibrosis. 
7. The report 

a. Discrepancies: Agreement with histology is limited to some extent by the noise in 
histology and inter-observer disagreement. 

8. Recent and ongoing developments 
a. Time course. 
b. What does rejection do to parenchymal injury. 
c. No adherence. Survival. DSA negative ABMR. 
d. What lies beneath: subtle ABMR 

9. Dissecting kidney injury and its relationship to function and survival. 
10. dd-cfDNA correlates with active ABMR. 
11. An integrated view 
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